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Thepictureof the cover waperformedwith the help othe ANTHEPROT 3bftware (Windows) that | developed
in 20072009 at IBCP from the 3Drstture of a viral capsid (pdb code: 2hukheaccessible surfacgascalcu-
lated using the MSMS program (Scripps Research Institute)
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Curriculum vitae 1

[.1. ADMINISTRATIVEKILLS

GILBERDELEAGE

Bornon November, 7th1956in Lyon FRANCE

French

Married, 2 children

Laboratory address

Claude Bernard University of LYON
Institute of Biology and Chemistry of Protei@\NRS

UMR 5086

* 7, passage du Vercors, 69367 Lyon cedex 7, FRA"D

( 0472722655

e-mail: g.deleage@ibcp.for http://perso.ibcp.fr/gil-

bert.deleage/en

[.2. DIPLOVAS

Habilitation in PHD students supervisiiDR) 1993

PHDBiophysic&nd Bioinformatics 1988

Doctorin Biochemistryat Lyon University 1984

Master in Biochemisry 1981
[.3. FUNCTIONS

Professoexceptional class (64 NU national concoursgptember, 2¢ 2012

Professr exceptional clasg4® CNUnational concoursseptember, £ 2009

Professo class 1(64° CNUnational concoursseptember, 12001

Professorclass 264° CNU)septemler, 1511998

Associate professor class 1 {&NU) octobr, 1511989

Assistantprofessoroctober, 15' 1984

1
1
1
1
i Associate professor clasg@4° CNU)october, 151991
1
1
1

Doctoral fellowshipl9821984

|.4. LOCAL RESEARCESRONSABIILES

7 Director2 ¥

Gaz2fS$0dzA I NI FyR { G NDdzi dzNJ ¢

. 2/Bp 2F AYyFSO

9 Director of Institute of Biology and Chemistry of Proteins (180 peoplR 5086CNRSLyon
University(20072015
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Curriculum vitae

DeputyDirector of Institute of Biology and ChemistryRybteins UMR 5086 CNRSon Univer-
sity (20052006)

Electedto the boardof Chenistry/Biochenistry faculty council1994-1998;2004-2008)

Elected member ofecruitment commissiofCSES) (199996; 20002004 ; 20042007
Laureate of PEDRPrimeEncadrement Doctoral et de Recherthsince 1995

Elected memberndvice-chairmanof the National Council of Universities (CNU €&ction)
(20112014

In charge of Bioinformatics at National Center $mientific Reseah (NSBCNRS3ince2009
Member of Scientific Council of the GIS MiScientific Infrastructures for Biology, Health and
Agronomy (IBISA from Minister of Scientific Resear@)082009)

Appointedmemberof the National Council dfniversitie CNU64° sectior) (20082011)

Expert and Memér of Scientific council of Région Lorrairdlodeling information and numer-
ics systemsfor Lorraineregion (20072010

Elected member at Nation&valuationCommitteeof CNR&1° section (20042007)

9f SOGSR YSYOSNI O brdA2ylrt 9@ f dzi®&ektidnf20062 YYA GG SS
2007)

External member of Recruitment Committéé® sectionat StrasbourdJniversity(2004-2008)
Vicepresidentof Bioinformatics Incitative ActiondMPbio» of Minister of Scientific Research
(20022003

Member of scientific council for Incitative Actions of Minister of Scientific Res¢&RHrom-
puting) (20012002)

Member of national council for the allocatiaf CPU time on french supercomputédRIS
CNRS, CINBMESR« Organized Molecular Systems in BiolegyP7(19982004)

Financial reponsible2 TMol@cularModelinganf Graphics Group(2001)

Responsible for the animatiof19992001)of a National Group«Systemic analysis of 3D struc-
turesInteractions» in Bioinformatics Actions d¥linister of Scientific Research.

{ SONB Gl NE ®ddelidgh § # SONF LIKA O&4 DNER dzLXE My P
Member of theScientific AdvisgrBoardto Oxford Moleculacompany(19921995)

Member of Editorial Board of "Advances in Bioinformatit$2014

Chairmanof committee for the AERES evaluatiafithe CNRS LaboratokyMR 801514/01/2009
Expertfor National Resarch Agency (Youngsearchers call) Janua2p09

Expertfor National Association for Research and TechnollgRT doctoralfellowshipcall
CIFRE) 2002014

Expertfor « Royal Society AwargPrice2008



Curriculum vitae 3

Expert for National Resech Agencyyoung researchers call) Ap2008

Scientific expert of AERES evaluation committel®bfCLaboratoryUPR 9002 CNFS®asbourg
(19-21/02/2008)

Scientific expert ofhe AERES evaluation committeetbé INSERMinit U665Paris (1802/2008)
Member ofthe AERES evaluation committeetioé IGBMQaboratoryUMR7104 Strasbourg4-
7/02/2008)

Sdentific expertfor « Pays de Loire Fundings call2007)

Scientific e&pert for CEFIPRA (Ind@ench Research funding ¢a2007)

Chairman ofthe evaluation committee ofGS labratory Informatiqueet Génomique Struc-
turale » UPR25892006)

Expertfor the "Royal Irish Academy " Irelarfd006)

Expertfor Canadian Foundation é&rinovation (FCI) 2006

Expertfor infrastuctureRIO call In Structural Biolog{20032006)

Expertfor National Research Agen@&005, 20062009 PCVYOpen and Young programs
Member ofthe evaluation committee ofhe UMR 8013aboratory11/02/2005

Participation to a report for the French Ambassy in USA on Bioinformatics in cal{feabiaary
2004)

Expertfor « Direction de® (i dzZRS & { dzLJSNR SdzNB & Rdz a AyMSTRIONE RS
(20042005

Member of evaluation committee dA#MR 609§2003)

Régular eviewerfor Bioinformatics, Applied Bioinformatics, J.Mol.Biducl Acids ResPro-
teins, BMCBionformatics BMC Genomic®iochimie Bioinformatics and Biology Igits, Micro-

bial Pathogenesis, Nucleosides Nucleotides and Nucleic Acids.

My full teaching duties are performedl@2 H Eq TZince my appointment in984(200H eqTper year
in averagg.
Undergraduate level in Biochemistrfsince2002
UE IBISintroductiondi 2 {  NHzO G dzNI @eradits2 Ly T2 NY I G A Oa ¢
UEdGraphics Programminfgr Biochemist (3 credits)
Master in Biochemstry (since1998)
UEGStructural Bioinformatics(6 cradits)
UEdMethodsin Molecular Bioinformatigs(UE M2, resp. D. Mouchirol& G. Deléage)
Doctorat:
Doctoral schooModulein Bioinformatics
Ecole Normale supérieure dfyon:(since1994)
UE Statistisand Computer sciender the Biologist(resp.D. Mouchiroud& G. Deléage)
Institut National des Sciences Appliquées (INSgain¢e2004)
Protein Bioinformatic¥F 2 NJ Sy 3 A y SSNJ a Odo@vbdeling year2(teshT@ Ddieagad)A O &
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Member of french society of Molecular Biology
and BiochemistrySFBBM)

Member of French BioinformaticSociety

(SFBI)

Honoredd / KS @I £t ASNJ RS& t |

Setup in 1993 and maintaining EBCRvebsite( ) ranked as mostisibleweb
site of CNR®y in 2007.

Developnent of a databases fgpoublications(realitime update of citations), stuff, PHD students
contracts, newsletterand thesesdefense atBCRup since2005)

Developnent of bioinformatics team websité )

Publication list anditation index are available a1RL http://perso.ibcp.fr/gil-
bert.deleage/en/publi_gd.pbp from Google scholahttp://scholar.google.fr/cita-
tions?user=ijx5ISWAAAAJ&pagesize=100&hl=en

Publications Top 10 most cited papers , H factor evolution

-300
1580 1990 2000 2010 2020 1990

14000 | Citations Citations , Google scholar
Google schoolar

10738


http://www.ibcp.fr/
http://www.webometrics.info/
http://pbil.ibcp.fr/
http://perso.ibcp.fr/gilbert.deleage/en/publi_gd.php
http://perso.ibcp.fr/gilbert.deleage/en/publi_gd.php
http://scholar.google.fr/citations?user=ijx5ISwAAAAJ&pagesize=100&hl=en
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Thepositionof scientific researchis 51in the world andlstin FrancgseeWOSextractperformed inMay 2018)

Authors Refine Exclude Cancel Sortthese by: = Record Count v

Results: ...

(from Web of Science Core Collection)
The first 100 Authors (by record count) are shown. For advanced refine options, use = Analyze results .

You searched for: TOPIC: (PROTEIN and ("molecular mo

delling" OR "secondary structure prediction" OR "sequenc WANG Y (144) KOONIN EV (49) ) DELEAGE G (39) LIUZH (33)
e analysis" OR "web server")) ...More CHOU KC (141) LIU B (49) GRISHIN NV (39) SUZUKIK (33)
- ZHANG Y (133) KIM JH (48) JORNVALL H (39) WANG P (33)
‘ Create Alert
LIY (116) ZHOU'Y (47) WANG Q (39) XUD (33)
LIvY (112) BUJNICKI JM (46) XU J (39) XUY (33)
. WANG J (105 LI M (46 CHEN X (38 BLUNDELL TL (32
Refine Results o= = = £
L1 J (103) WANG X (46) LIW (38) LEE SH (32)
LIL(91) KIM S (45) NAKAMURA T (38) YANGY (32)
Search within results for... ZHANG J (89) LINH (45) YANG J (38) HUANG J (31)
ZHANG L (T7) VANDAMME P (45) KIM H (37) KURGAN L (31)
KUMAR A (72) ZHAO Y (45) KIM SH (37) LIQ(31)
Filter results by: LU J(71) LIX (43) LU Q (37) PANY (31)
v _ o LEE JH (70) LIUL (43) CALLEBAUT I (36) PUHLERA (31)
! Highly Cited in Field (223)
CHEN J (69) CHENY (42) KIM SJ (36) ZHANG W (31)
W Hot Papers in Field (6) LEE J (59) KUMAR R (42) KOBAYASHI M (36) JIANG Y (30)
@ Open Access (16,935) LIH (58) LIZ (42) TANAKA K (36) KOLINSKI A (30)
RAGHAVA GPS (58) WANG XL (42) WATANABE M (36) LINL (30)
Refine
WANG L (58) ZHANG H (42) ZHANG Q (36) LIU H (30)
Publication Years - CHEN L (57) COON JJ (41) GROMIHA MM (35) LIU X (30)
HUANG Y (57) KIM J (41) LI B (35) MORNON JP (30)
2018 (549)
XIAO X (57) ROST B (41) MARTELLAV (25) WANG YJ (30)
2017 (1,475)
KUMAR S (55) HUNT DF (40) ZHANG X (35) ITO Y (29)
2016 (1,506)
WANG H (55) LOTTSPEICH F (40) BORK P (34) KIM YS (29)
2015 (1,526)
2014 (1,459) CHEN W (54) SUZUKIT (40) LIUZ (34) LEE JK (29)
SHEN HB (51) CHEN H (39) LiC (33) LI XH (29)

movre options / values...

Percentiles de citations* | Nombre d'articles
nEnM: XK LJg 0
nznmM: B LISND
M2 B LISNODSY
M: B LISNOSY 31
ME: B LISNDS) 20
HE:> B LISNDS) 14

*Indicates that Jublicatiors arein the top 0,1% most cited papers




6 Summary of research activities

M y research activity dealwith structural bi-
oinformatics It is a field | contribute to
setup and deglop in France. Indeed 25 years@gve
spoke about Computer sience applied to Biology ra-
ther than Bioinformaticsa termintroduced in1990. At
that time very few peopléhoughtthat computer science
will transformthe strategy irbiology. In 16years,at IBCP,
| have setu2 people in1992 and developped15 peo-
ples in2009) a structuralbioinformaticsgroupwhich has
acquired aninternational visibility The attractiveness of
the team contributed to the arrival of leading researchers
to IBCP.

[1.1. DEVELORIENT OF METHO® FOR PROTEINS
SEYUENCE®NALYSIS AND ARETIONOF SECONDARY
STRUCTURES

M ore than 15 predictive ,metilodwere de-
velopped among which K $ouldle Preé-
diction Methodk, 1987; ¢Self Opimised Prédiction
Methodg, 1994; 6Self Optimised Prédicth Method from
Alignmentg, 1995 (each of the foundingpapers were
cited over 200 times).

[1.2. DEVELOMENTOF COMPUTER PROGRAGRILD,
2DET3DANALYSIS OF PROTEIN

NTHEPRO{ANalyze THEPROeirs), 1988
2007. This sofivare was the first program
mainly devoted to protein (withPC/Gendyy
A. Bairoch) About 250 citationsmore than8500FTP and
more than1500analysigequests each year
DicroProt, 1993Still widely used today and the article
has been cited over 100 times

[1.3. WEB SERVERS

have developed witlC. Geourjonin 1994the

first mailserver in France to perforrpredic-
tions of protein secondary structure0,000 predic-
tions). Thenafter, | integrated these prediction methods
into the Network Protein sequence Analysis, 2000
(NPS@webserver (release 1)C. Combets continuing
its developemat and its maintenance The paperde-
scribingNPS@eceived oveb40citations; in 2009 6471
analyseswere performedeach day thusummingmore
than 12,000000 analyses 10years

[1.4. VIRALBIOINFORMATICS

W ith the increasing interest in moleculai-
rology, | felt the need to develomew da-
tabases dedicated to virusthus, the deelopment of

HCVDBRHD work of CCombetunder my supervision
was initated first at the french level(Réseau National
Hépatites)then extended to Europthanks to a European
contract inFP5 [HepCVai] the "workpackage'tiatabase

| was in chargef. Finally, the EuHCVdb was supportd by
a FP6eNetwork of Bxcellence(VIRGIL)The databasec-
quired a reputation and worldwide visibility

I1.5. APPLICATIONE BIOLOGY

ethods should be developed only if they
M are usable by the scientific community of

biochemists and biologists Therefore,
methods and tools have been applied most often in col-
laboration with groups of biologists (immunologists, virol-
ogists, molecular biologists, structural, microbiologists)
leading to results very origindtor exampleby using mo-
lecular modelingat low levelof identity, |proposedinser-
tions sites forpeptidesin viral capsid so as to modify the
virus tropism. This was the first demstnation that we
are able todesign virus for targetingnew given cells.
(Girodet al., Nature Medecing1999)

R.Lavery, K. Zakrzewska, R. Terreux joined the bioinfor-
matics group in 2007 and J. Martin in 2008 thus allowing
to work in several directions.

GRID computing [C. Blanchet]
Molecularmodelingand 3DWeb|[E. Bettlef
Integration of bols andviral database§C. Combet]
Drug desigrand QSARR. Terreux]

Molecular interactiongR. Lavery & K. Zadewska]

=A =4 =8 -4 A

Havingdeveloped in Lyon in 1986, structural bi-
oinformatics (before the'bioinformatics word
exist9, | play a role in its development amd
structuring the research on bioinformatics and
structural biology (abserdt that timein Lyon).
This effort was compled in 1997 with the first

determination of the 3D structure of a protein
entirely conducted in Lyoi®33) and by obtain-
ing a "Contrat de Plan Etat R®n 200602006"

to fund the extension of the IBCP building with
an additional floor dedicated to bioinformatics
(delivered in 2008

















































































































































